: Genetic differentiation of our eight populations at the end of the experiment. Populations are shown as nodes in a graph where edge weight is equal to one minus the pairwise F ST between the two populations the edge connects. More genetically similar populations thus tend to be grouped together. Table S1 : Best models (AIC and relative weight, on all 4,140 candidate models) for the clustering analysis of the eight Ostrinia populations based on their vertical distribution on week 12 in the diapause-inducing treatment. Each model is described by the number of clusters (species) it identifies, and by the assignment of each population to each cluster. Figure 3B ). Vertical bars represent the observed variability level. Figure S5 : Fraction of individuals surviving as a larva (dark gray) and pupating (light gray) over the course of the experiment, in the direct-development treatment. Table S1 : Best models (AIC and relative weight, on all 4,140 candidate models) for the clustering analysis of the eight Ostrinia populations based on their vertical distribution on week 12 in the diapause-inducing treatment. Each model is described by the number of clusters (species) it identifies, and by the assignment of each population to each cluster.
